Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.105; data-to-parameter ratio = 13.2.
The cation of the title salt, C 7 H 6 NO 4 +. F À , lies on a twofold rotation axis that passes through the N and 4-C atoms of the pyridine ring; the carboxylic acid substituent features unambiguous carbon-oxygen single and double bonds. The fluoride ion is a hydrogen-bond acceptor to two hydroxy and one amino groups, these O-HÁ Á ÁF and N-HÁ Á ÁF hydrogen bonds leading to the formation of a layer structure parallel to the ab plane. The F atom lies on a position of 2 site symmetry.
Related literature
For the crystal structure of pyridine-3,5-dicarboxylic acid, see: Cowan et al. (2005) ; Takusagawa et al. (1973) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code:
Data collection: APEX2 (Bruker, 2005 ); cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) . The parent carboxylic acid itself displays short O-H···O hydrogen bonds (Cowan et al., 2005; Takusagawa et al., 1973) .
Structure Reports Online
The hydrogen fluoride salt, C 7 H 6 NO 4 + F -(Scheme I, Fig. 1 ), lies on a twofold rotation axis that passes through the pyridine ring; the carboxylic acid substituent features unambiguous carbon-oxygen single-and double-bonds [1.306 (1), 1.207 (1) Å]. The fluoride ion is hydrogen bond acceptor to two hydroxy and one amino groups, these O-H···F and N-H···F hydrogen bonds leading to the formation of a layer structure parallel to the a-b plane (Fig. 2 ).
Experimental
To a solution of molybdic acid, H 2 MoO 4 (1 mmol) in water (10 ml) was added 3,5-pyridinedicarboxylic acid (5 mmol). The mixture was placed in a 23 ml, Teflon-lined, stainless steel Parr bomb. Several drops of hydrofluoric acid were added. The bomb was heated at 373 for 3 days. It was then cooled to room temperature at 5 K per hour. Yellow block-shaped crystals were obtained in about 50% yield.
Refinement
Carbon-bound H-atoms were placed in calculated positions (C-H 0.93 Å) and were included in the refinement in the riding model approximation, with U(H) set to 1.2U(C).
The amino and hydroxy H-atoms were located in a difference Fourier map, and were refined with a distance restraint of N-H 0.88±0.01 and O-H 0.84±0.01 Å; their temperature factors were freely refined.
Figures Fig. 1 . Thermal ellipsoid plot (Barbour, 2001) of C 7 H 6 NO 4 + F -at the 50% probability level;
hydrogen atoms are drawn as spheres of arbitrary radius. The unlabeled atoms are related to the labeled ones by -x, y, 3/2 -z. 
